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Computational Systems for Immune
Receptor Analysis

This technology includes a set of machine learning methods designed to extract
meaningful information from immune cell receptor protein sequences. The
sequences are converted into latent embeddings using a protein language model,
and the embeddings are used for classification tasks to identify patterns potentially
indicative of specific health conditions. The technology incorporates approaches to
analyze sequence similarities across datasets and to infer potential disease
association labels for immune receptor sequences. The multi-modal framework
integrates B cell and T cell receptor sequencing data into ensemble predictions of
immune response status.
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Applications



Analysis of immune receptor collections drawn from biological samples
Assessment of various immune responses and potential immune-mediated
conditions

Advantages
Provides computational framework for bulk receptor sequencing dataset
analysis without labels associating individual receptors to health conditions
Adaptable to different types of immune-related data analysis tasks
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